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B 89 3 M5 K 58 A 40 A% RNA (IncRNA ) JG i 3 [7] Y5 HE
6 J2 X 1(DLX6-AS1) 44/ RNA-335-3p(miR-335-3p)
¥ PR AL R0 IR AR ( DR) BB O B U R |

ik BUIETERFSY . R 2019-02/2021-12 Fe Bt 2 HUBE IR
i (T2DM) £ 4 160 i, # 4l DR 43 W45 #E, 434 JC DR
(NDR) 41 69 5 \AE 34 %5 ! DR (NPDR) 41 48 f4i] | 3 %if !
DR(PDR) 4H 43 %, Fo%8 =40 8 # 1L 7 IncRNA DLX6 -
AS1 .miR-335-3p L4 N & 4K K+ ( VEGF) LA B2
I (ECs) (N ALY ( EPCs) /K, Pearson 3 #E4T4%
FEPRAH DAL 7387 . Logistic [l IHAR Y 43 H7 52 M) T2DM f8 3%
K DR,

Z55 .NDR 41 NPDR 4] .PDR 4 & 17 miR-335-3p %
KK B EPCs FUA)32 YR U 70 | IncRNA DLX6-AS1  VEGF
IR S ECs Lz 3G i (#4 P<0.05) . DR B Il
7% IncRNA DLX6-AS1 5 miR-335-3p fAH% (r=-0.668,
P<0.01), NPDR 41 PDR 41 L% IncRNA DLX6-AS1 5
miR-335-3p Fik AP 2 HiAH K (r=-0.647 ,-0.675,
1] P<0.01) ,IncRNA DLX6-AS1 5 VEGF ¥ EAH & (r=
0.619 .0.630, %] P<0.01) , VEGF 5 miR-335-3p 5L 74
X (r=-0.625,-0.649 3] P<0.01) ; PDR ZH IncRNA DLX6-
AS1 5 ECs & F M€, 5 EPCs & i 4 5% (r=0.528,
-0.594,3) P<0.01) ,miR-335-3p 5 ECs 2 X, 5
EPCs B2 IFEAME (r=-0.554.,0.586, %) P<0.01), ZH%E
[61 05 43 47 5 7%, IncRNA DLX6-AS1 ( OR = 2.484,95% CI ;
1.366~4.516) .miR-335-3p( OR=2.171,95%CI:1.218 ~
3.871 .VEGF( OR=1.603,95%CI;1.115 ~2.304) /& T2DM
B &AL DR faR R (35 P<0.05) ,

£i8 . DR BH M E T IncRNA DLX6-AS1 %35 FIH, miR-
335-3p ik F 4, IncRNA DLX6-AS1 5 miR-335-3p &
TG, Z# 50 RiAH 5 DR B E MU B A ¢,
SRR W PR o PR O B 2 5 I A A0 5 K B A gAY
RNA TG it R AE 6 ;2 X 1(1lncRNA DLX6-ASI) ; fi /s
RNA-335-3p(miR-335-3p)
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Abstract

e AIM. To investigate the relationship between serum
long non-coding RNA (IncRNA) without distal homeobox
6 antisense 1 (DLX6-AS1) and microRNA (miR)-335-3p
and microvascular damage in patients with diabetic
retinopathy (DR).

* METHODS: A total of 160 patients with type 2 diabetes
mellitus (T2DM) in our hospital from February 2019 to
December 2021 were prospectively selected and divided
into non-DR group (NDR, n=69), non-proliferative DR
group (NPDR, n=48) and proliferative DR group (PDR,
n=43) according to DR staging criteria. The serum levels
of IncRNA DLX6-AS1, miR-335-3p, vascular endothelial
growth factor ( VEGF), endothelial cells ( ECs), and
endothelial progenitor cells ( EPCs ) were compared
among the three groups. Pearson method was used for
correlation analysis. Logistic regression model was used
to analyze the influencing factors of DR in patients
with T2DM.

¢ RESULTS: The expression level of serum miR-335-3p
and the proportion of EPCs in NDR, NPDR and PDR
groups were gradually decreased, while the expression
levels of DLX6-AS1 and VEGF and the proportion of ECs
were gradually increased (all P<0.05). Serum IncRNA
DLX6-AS1 was negatively correlated with miR-335-3p in
patients with DR (r=-0.668, P<0.01). The expression
levels of serum IncRNA DLX6-AS1 and miR-335-3p in
NPDR and PDR groups were negatively correlated ( r=
-0.647, -0.675, all P<0.01), IncRNA DLX6 - AS1 was
positively correlated with VEGF (r=10.619, 0.630, all P<
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0.01), and VEGF was negatively correlated with miR-335-
3p (r=-0.625, -0.649, all P<0.01). In the PDR group,
IncRNA DLX6 - AS1 was positively correlated with ECs,
while it was negatively correlated with EPCs ( r= 0.528,
-0.59%4, all P<0.01). The miR-335- 3p was negatively
correlated with ECs and it was positively correlated with
EPCs (r=-0.554, 0.586, all P< 0.01). Multivariate
regression analysis showed that IncRNA DLX6-AS1 ( OR=
2.484, 95%Cl.; 1.366-4.516) , miR-335-3p (OR=2.171, 95%
Cl. 1.218-3.871) and VEGF ( OR=1.603, 95%Cl. 1.115-
2.304) were risk factors for DR in T2DM patients (all P<
0.05).

¢ CONCLUSION: IncRNA DLX6-AS1 is up-regulated and
miR-335-3p is down-regulated in serum of DR patients.
IncRNA DLX6-AS1 is negatively correlated with miR-335-
3p. Abnormal expressions of both are related to
microvascular damage in DR patients.
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B JR 9 A R B 95 ZF ( diabetic retinopathy , DR) J& — Fft
HEFTHE RS M PR O ACRE , Pl s B 5 S A9 AN AT 3
PO JIEA 7 , A R R A s R B Al i AT E 2T R AR AN
A A AR BT, 2 ER 4.68 (LRI E T 2
49000 Ji N BB A AT AR B DR, Hil i 3 2030 45K A 29
LOVZ B2 Wi i 45 DR, 2 K A iiB; DR & &
Xof T3l O A IR AR ) ke e R AIRIR ST AR SC A I A L
P 4 18, b B2 ) 38 it %% 1k ( epithelial — mesenchymal
transition, EMT) 210 ##J& DR S5 F Ji& Hhoin A= 1l 48 A L 52
W&z —" L mE N A KT ( vascular endothelial
growth factor, VEGF) J& EMT F&F BI85 K, 7T LARR S 4
Z: 500 G 38 RT LI E Y B A e A T, S
DR &4 RJEHEIAREY . KEEIESiFS RNA (long non—
coding RNA , IncRNA ) A 3 i3 % 5% J5 55 77 sCR $E 3L I 55
SO PN 2 20 L S AR 0 0SS 2 5 0 DR T o 2 gk
JE L ek v R JEAE 6 2 X 1 (non - distal homeobox 6
antisense 1, DLX6—AS1) J& T & B WM IncRNA | H7E &
20 A TR MR S5 R s A O R 5 4 i iR 2
HiE M, 25 EMT @45, RIS T EE" . U RNA
(microRNA ,miR ) J& T BE AR ST 09 2 B E 4 i RNA, S50
REACHH 5 AH G, miRNA 1Y 5+ % K352 5 DR W14 4=
B AR 3 B A S B AR L G, Xia 26T B 9T
7R, miR-335-3p7E DR & & I35 Fl s A AL B APRE -
19 4l rp 3% N, miR-335-3p A LASE il VEGF %
35, BRI, LT IncRNA DLX6-AS1 7E DR ik 284k )
2 IncRNA DLX6-AS1 miR-335-3p 5 DR & Wil 45 16
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itk & 2 R BF 98, A BF 580 3 4G W DR R 3 1L T
IncRNA DLX6-AS1 miR-335-3p Fik/KF, b —H 5
DR A UL E 1 1 O R AT AMEHT DR A& HL T 42

AR
1 R i%E
1.1 38 FiEMHEUIIE, H©HL 2019-02/2021-12 F 2

Bl R IA (type 2 diabetes mellitus, T2DM) £ 160 i, 40 A
FRUE: (1) FFA T2DM 43 B K2 Wikr e 5 (2) o4 B R 4¢
PEBEI 5 (3) 2 F AE IR . HEBRPRUE: (1) & IRl
5 (2) TIDM AR R 2580 DM (3) N B F5OGHR |
ARVRBEIG i DGO AR AR 5 (4) W DR oS T i R v 25 |
W PRI = 5 1 Bk QMR RE 5 (5) B 010 B A
HRERERT ; (6) & I VES R . ARWTTE L BE B (8 B2
SXbE . A R AR R R

1.2 A%

121 WERERMERZTIR 10K AL B HRED 5%
G5 1 (high density lipoprotein, HDL) | 4F#% 14 i & 48 4%
(body mass index, BMI) | %5 Ji§ [l ## ( fasting blood glucose,
FBG) Wi R 9 2 . H i =15 ( triglyceride, TG ) Y& 4
(systolic blood pressure, SBP) . 4% 1k Ifil 4. 25 11 ( glycated
hemoglobin Alc,HbAlc) &F 7 ( diastolic blood pressure,
DBP) W% 4K 5 N 4 B8 %% 4 1 ( alanine aminotransferase ,
ALT) B JH [E P (total cholesterol, TC) AK%5 B RS H ( Low
density lipoprotein, LDL) & IHZL 2 (total bilirubin, Th) . K
KRB R FLFE LW ( aspartate aminotransferase, AST) e
RIGHYER,

122 REREK i BE TR BRE T TR HE
R BEUR FR KL, 2505 B E )2 00 , 53 A w . — 1
FHF 5 246 M AL 7% IncRNA DLX6-AS1 .miR-335-3p A%}
FIRIK N5 55— FH T & N BZ 40 ML ( endothelial cells,
ECs) N BZAH 40 ff ( endothelial progenitor cells, EPCs) DL &
VEGF , %8 11T -80°C VK48

1.2.3 gRT-PCR # ] I ;% IncRNA DLX6-AS1 #1 miR-
335-3p FikKF

1.2.3.1 # IncRNA DLX6-AS1 FiA/KFE  {fi i TRIzol
B (57 5 EO1010A, )™ M &2 AE 56 RA FR 2 ) ) 42 304
RNA , Nano—3000 i fif 2 A% 2 £ 11 73 A (b 165 58 S 4
AR H)) A I RNA W B ] 30 5% s a0 & (9 5
6215A , Takara /A 7] ) 153 ¢cDNA, CFX96 Real-Time System
(Bio—Rad, 3¢ [#) Kl R4t , R HIE # PCR X7 & (517
RR420L, Takara 23 A ) #17{5 5 R4, UL GAPDH AN Z,
SKH 27 E ST IneRNA DLX6-AST kK-,
1.2.3.2 ¥l miR-335-3p Fix/KFE M-80C vkFEHLH
VRATFE G, R miRNA 32 UL ) £ ($745:9753A, Takara
25 F)) 135 miRNA B 2 g RNA 42208 &2 RE LR A FRZY
A miRNA A SR IRR & (515 . QP113) | LLKGE B
& (585 . QP115) U] B 4RAE | [RIAETE CFX96 52 Y
i LT R, LA U6 AN S, R 27 L 1T miR -
335-3pFKik K-, KT HIWE 1,

1.2.4 # VEGF #1 ECs & EPCs 7k F R i H3kiH
22 H Y ELISA 3K ) & K& i VEGF 3% 3k K F (1% 5.
ZN2493) AL MRV AR . SR DL o S A IR R 28 W Y IR
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x1 519F5

AR gl
IncRNA DLX6-AS1 F.5-AGTTTCTCTCTAGATTGCCTT-3’
R:5-ATTGACATGTTAGTGCCCTT-3’

GAPDH F:5-GGGAAATTCAACGGCACAGT-3’
R:5’-AGATGGTGATGGGCTTCCC-3’
miR-335-3p F.:5-TTTTTCATTATTGCTC-3’

R:5’-GTGCAGGGTCCGAGGT-3’
U6 F:5-CTCGCTTCGGCAGCACA-3’
R:5-ACGCTTCACGAATTTTGCGT-3’

AL (A5 CytoFLEX LX) #3041 J& 1fit Hh ECs ,EPCs
H

Giitof o Mr SR SPSS25.0 B AE o b Bt HHBOK
B n TR TR, THETORILL x£s o, 21T L
BATHZE Iy 225007, AL W G L3R AT LSD -t A 56, DA
Pearson 15 43 M7 4% 2 £ & 1L T 45 468 A5 WO AR G, R
Logistic 14 43# T2DM 35 & 4= DR Mgz, DL P<
0.05 A ERAGI¥FE L,
28R
21 ZHBEIRKRFRLLR AW A R E 160 1,
Hrp B 68 ] 4 92 B, AL 42 ~72(SF-1 59.39+6.38) %
FT A BB 2 IR @ B8 AR B IR B A A, JT 4% 18 DR I
IR AR AE 43 JC DR(NDR) 41 69 1] 4k 54 % DR
(non—proliferative diabetic retinopathy, NPDR ) 2H 48 {4 3
FEY DR ( proliferative diabetic retinopathy, PDR ) 2H 43 {4,
PDR 415 NPDR 44 #%  H /K % 9% 2 . SBP . DBP . FBG Lk
K HbAle ¥/ F NDR 41, ZR WA G I %8 L (P<
0.05) , MM %) . LDL  TC ,ALT , Th .BMI W 4 52  AST  HDL
R TGI2EE L (P>0.05) , L3 2,
22 ZHBELIERLEE Z4HEH M IncRNA DLX6-
AS1 .miR-335-3p  VEGF #ik/KF ECs Fl EPCs L.
BESA SR X (P<0.01) . PDR 41F1 NPDR 41 IfiL
1% IncRNA DLX6-AS1 VEGF 357K K ECs M0 i 3% &
T NDR 41, 1M PDR 41/ F NPDR 41, 22 S ¥ Geit 3
X (P<0.05) ;NDR 41 .NPDR 41 .PDR 41 EPCs ./, miR—
335-3p RiILk KB TR, 2R HA ST FEL(P<
0.05), W53,
2.3 Mm% IncRNA DLX6-AS1 5 miR-335-3p Fik7kE
RMEEME AWESFHIL R EAR, ME IncRNA
DLX6-AS15 miR-335-3p /A4S &, WK 1, DR &
H L IncRNA DLX6-AS1 5 miR-335-3p Fik/KF-A7-7E
A (r=-0.668,P<0.01) , WLIK 2,
2.4 1% IncRNA DLX6-AS1 #1 miR-335-3p 5 &iE#x
BIMEEME  AHOCHE 2 B4 SR s, NPDR 411 PDR 41 &
I35 IncRNA DLX6-AS1 5 miR-335-3p £k KT 7
A5, IncRNA DLX6-AS1 5 VEGF £ 1FAH5, miR-335-3p
5 VEGF £, PDR 4143 L% IncRNA DLX6-ASI
5 ECs 2IEMX, 5 EPCs 2 A ;miR-335-3p 5 ECs
A, 5 EPCs S IEAHCHE (1 P<0.01) , WK 4~6,
25 %0 T2DM 2E X4 DRIBREZSMH L) T2DM
BH KA DR N AR & ST RN R 0T, R A R A
Geit 2% 3 WM IR 6 % B L SBP ., DBP | FBG, HbAlc,

IncRNA DLX6-AS1 ,miR-335-3p ECs EPCs, VEGF N HE
AN AL E Logistic ST, 2R FH T ATZE A [B1H 2
N ASER a=0.05, IR HER a=0.1, RN,
1175 IncRNA DLX6 — ASI , miR - 335 - 3p., VEGF J2& 5 Wil
T2DM # &4 DR G N ER, L% 7.8,
3iTie

DR AR 28 48 00 30045 1 e 2R S 000 IR0 s e i, 5
07T B A0 PO B85 375 P e A8 B BEK I NPDR 2 DR 19
BB, PDR J& DR A I3 B B A I B A 1 A
A RS VEGE 835 /E I AH G, /& DR i#F R i G &R
VEGF TEAW 9 5 1) 22 Fofr 200 i ( G N 1 4 B ) vh 3k, VEGE
) S v 2 e A D) T A I A5 T B A I A 98 T 1 R B
JEER, AR 2 DR 5 A8 Bt I 45 A 0 3R 7 FE A
DRI I, FH 5 00 ) 1 5 2 iR G i) R 9 TR 7, R 9 HL
FEHLH , oA I 1185 FIG YT DR SR B SR AR

IncRNA Z: 5 T4 NGz X Qe aik itk
SR PR R AR H S SRR IR DR VK 4% TR R
A A4S 25 L% IncRNA DLX6-AS1 J& T DLX %
R, LT NG AR 7q21.3 X8, H AT L7 IncRNA
DLX6-AST (AR CH T S T8 M . B9 o | I
IncRNA DLX6-AST 78 EAE g an il gz |5 8 | B b &
PEOLRAE ™ A B AR, L% IncRNA DLX6-ASI1
TEHE PR B 3 BN BRI ) B e b R AR aR
FYAMLYE IncRNA DLX6-AS1 J& , B BHiA S 00 B /B £ i
20 58 E S5 IOE RN A 2 Ak 35 &7 AR AR IT 4 R
7~ ,PDR 411 NPDR 4 & L7 IncRNA DLX6-AS1 ik
K527 T NDR 41, Ui IncRNA DLX6-AS1 Fik 2k i
AlRES 5 DR #EE, #FSTIESE, IncRNA DLX6-AST 7EFLAR
S B B R DR S SRR R AR Y B EMT, 11 £k 4 i
SR SR Wang 251 SRR IR (AR 5 2
7R, IncRNA DLX6 — AS1 i izf % [] miR - 195 -5p 14 7
VEGFA/Ras/Raf/MEK/ERK {5538 % , {2 1F 1fin 4% £ B, 4
e SRR IR RS iR A . %5 F VEGF
J& EMT {918 5 7 2 —, I EMT 5 s 1 % & F A
%) NDR #1  NPDR £ L) &% PDR 4 # % I i+ VEGF
R T, H NPDR 41 . PDR 41 5 3% 1135 IncRNA DLX6-
AS1 5 VEGF 3k /K- IEM S, #2758 IncRNA DLX6-AS1
Al Gei L (B 4281 VEGE 25 EMT ### , I 7E DR & @
it R e AR AR DO R A I A

VTAE AR — R FIHF 7T 2 B miRNA 5 M8 & A e 40
A= 92405 B0 R B PR B HL R R E A
AMF5EH PDR 41 NPDR 4134 1175 miR-335-3p FikK
S F K T NDR 41, 1 PDR 41 X AKX F NPDR 4, i3 W]
miR-335-3p AR AT EXT DR & 4E DA S H L A —E
YEH . AAETE B, H,0, 75 5 A b ik P Kz 40 i 5 %
JF L 9E miR-335-5p ik, i miR-335-5p ()it Rk
T 410 46 10 375 T 5 Klotho 25 1, A2k S804k 107 38, s o Bz
Mg SN SR, miR-335-3p 168 W h 3k
IR N, miR-335-3p By 1L 37 35 23 XTI 40 Ae 3 4 7= AR 10
i, R R A VTR R miR-335-3p AJ
fE5 DR F J rf iy o 45 A6 % A N A G IR, Xia
LA X DR BIWFSE B 78, miR - 335 - 3p G A% #L 1a] 40 41
VEGF ik, M4 45 EMT %I AH %, i VEGF &5
EMT i/, AHF5E45 5 @25, NPDR 411 PDR 41 H8. 3% 1
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F2 ZHBEIRKRIBILE
e . PR frFﬁ% ] BMI *%Ji?éﬁﬁﬁﬁ%% ] SBP ] DBP ] FBG ] TC
B« (X%s,%)  (X%S ke/m*) (XS ,a) (X£S,mmHg) (X£S ,mmHg) (X£S mg/dL) (X£S, mmol/L)
NDR 41 69 29 40  56.94+6.12 24.38+3.07 5.61£1.35 117.53212.90  73.72+8.04  133.19£14.85  4.63x1.22
NPDR 4l 48 20 28  59.73+6.40° 24.05+2.89 8.48+1.96*  130.80+11.25%  78.167.82"  147.57+16.90°  4.69+1.14
PDR £ 4319 24 62.95:6.76%¢ 24.72+2.5 11.63£2.24%¢  136.49+12.82%¢  81.50£9.16* 160.79+21.08*¢  4.75+1.35
F? 0.070 11.849 0.609 147.872 34.850 12.177 34.847 0.128
P 0.966 <0.01 0.545 <0.01 <0.01 <0.01 <0.01 0.880
o ke WA S (451 -6 oL ~ HDL HbAle L ALT ST
R % (x£S,mmol/L) (XS, mmol/L) (X=%S, mmol/L) (XS ,%) (x£S,mmol/L) (x%s,U/L) (xxs,U/L)
NDR 41 69 18 51 4.80+1.19 3.0520.56 1.17£0.28 7.89+1.55 12.63+3.10 22.94+4.33 21.67+3.54
NPDR# 48 12 36 4.72+1.26 2.96+0.43 1.15£0.21 8.72+2.07° 11.80+2.94 23.02+4.05 22.88+3.29
PDR £ 43 10 33 4.65+1.21 2.88+0.42 1.160.23 9.30+1.98%° 11.57+2.86 22.63+4.19 22.40%3.60
FX? 0.113 0.207 1.649 0.093 8.224 2.001 0.109 1.778
P 0.945 0.813 0.196 0.911 <0.01 0.139 0.896 0.172

1 :"P<0.05 vs NDR 4 ;°P<0.05 »s NPDR 4,

*3 ZHEEEERIEER xts
ax:l 1% IncRNA DLX6-ASI miR-335-3p VEGF ( pg/mL) ECs( %) EPCs( %)
NDR 4 69 1.06+0.15 1.12+0.18 129.31+17.44 0.073+0.021 0.069+0.013
NPDR 4 43 1.43+0.26" 0.79+0.14" 162.58+19.17* 0.128+0.023" 0.053+0.008"
PDR £ 43 1.89+0.34° 0.51+0.12*¢ 220.74+21.86™¢ 0.166+0.027"¢ 0.029+0.003"¢
F 150.543 213.989 299.748 221.928 223.711
P <0.01 <0.01 <0.01 <0.01 <0.01

7 :*P<0.05 vs NDR 2l ;°P<0.05 vs NPDR 4 ,

# 4 NDR AHEFIMF IncRNA DLX6-AS1,miR-335-3p 5 VEGF,ECs,EPCs K8 % %

EiEgay Gt miR-335-3p VEGF ECs EPCs
IncRNA DLX6-AS1 r -0.205 0.193 0.118 -0.094
P 0.118 0.205 0.169 0.176
miR-335-3p r - -0.176 -0.153 0.186
P - 0.187 0.229 0.190

%5 NPDR AHZEE117E IncRNA DLX6-AS1 . miR-335-3p 5 VEGF ,ECs .EPCs BItH x4
it SN miR-335-3p VEGF ECs EPCs
IncRNA DLX6-ASI r -0.647 0.619 0.236 -0.272

P <0.01 <0.01 0.147 0.105
miR-335-3p r - -0.625 -0.262 0.258
P - <0.01 0.164 0.136

%6 PDR#E&HIMNE IncRNA DLX6-AS1 miR-335-3p 5 VEGF .ECs . EPCs H8x1tE
EiELn Gt miR-335-3p VEGF ECs EPCs
IncRNA DLX6-AS1 r -0.675 0.630 0.528 -0.594

P <0.01 <0.01 <0.01 <0.01
miR-335-3p r - -0.649 -0.554 0.586
P - <0.01 <0.01 <0.01

1 miR-335-3p £iA/K 5 VEGF 778 A G, B miR—
335-3p M5 H (IR IA T BE 80 VEGF &5 3%35, i 4 3l
PR 65 10165 S A=

AHFFE 2 A5 B AT, 45 5 7%, IncRNA DLX6-
AS1 5 miR-335-3p fETE4 G140, H IncRNA DLX6-ASI
5 miR-335-3p A 7E A 5%, #2278 IncRNA DLX6-AS1 5
miR-335-3p W] REAF7E 1) OC &, 2L ) 2 5 08 IR (R
DR it #2, ECs EPCs g8 153 St DR B8 & 0 8 N B

1968

feifi, AWF5E NDR 41 NPDR 41l PDR 4 i #
ECs EPCs LA (L 522 o0 % M i os — 5, Uil T2DM
BE G I DR S REIR B3 055 N 2 T BE, DR R BE o
BN MR Z N, PDR 41 8 & 1M IncRNA
DLX6-AS1 5 ECs fA7E IEAH ¢, 55 EPCs £ 4 T A0 G
miR-335-3p F£ik/KF5 ECs /776 Ml 5%, 55 EPCs f77F
IEAHSEE  $27R IncRNA DLX6-AS1 miR-335-3p " gL
ECs \EPCs fAAEAH BAE L, I 2[R 2 5 ¥ DR ot # . 1k
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#7 T2DM #EE% 4 DR KB EE Logistic B34 47
WiH B SE Wald X* P OR 95%CI
el 0.016 0.102 0.024 0.876 1.016 0.832~1.241
LIS 0.130 0.115 1.281 0.258 1.139 0.909 ~ 1.427
BMI -0.028 0.094 0.091 0.763 0.972 0.808~1.169
W PRI 0.746 0.185 16.249 <0.01 2.108 1.467~3.029
WA 5 0.234 0.137 2.924 0.087 1.264 0.966 ~ 1.653
SBP 0.274 0.129 4.506 0.034 1.315 1.021~1.693
DBP 0.487 0.160 9.254 0.002 1.627 1.189~2.226
FBG 0.371 0.132 7.894 0.005 1.449 1.119~1.877
TC 0.166 0.128 1.672 0.196 1.180 0.918~1.516
TG -0.049 0.104 0.224 0.636 0.952 0.776~1.167
LDL 0.061 0.094 0.422 0.516 1.063 0.884~1.278
HDL 0.314 0.167 3.537 0.060 1.369 0.987~1.899
HbAlc 0.534 0.151 12.486 <0.01 1.705 1.268~2.292
Th 0.205 0.126 2.657 0.103 1.228 0.959~1.572
ALT 0.014 0.132 0.011 0.916 1.014 0.783~1.313
AST 0.184 0.118 2.431 0.119 1.202 0.954~1.515
IncRNA DLX6-AS1 0.975 0.185 27.751 <0.01 2.650 1.844~3.808
miR-335-3p 0.913 0.174 27.513 <0.01 2.491 1.772~3.503
ECs 0.493 0.153 10.377 0.001 1.637 1.213~2.209
EPCs 0.461 0.162 8.105 0.004 1.586 1.155~2.179
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IR TR 0.154 0.547 0.080 0.778 1.167 0.399 ~3.409
SBP -0.008 0.553 <0.01 0.988 0.992 0.336~2.932
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VEGF 0.472 0.185 6.506 0.011 1.603 1.115~2.304
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