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Abstract

* AIM:. To investigate the correlation between the ocular
demodex infection and the composition of meibum lipid
flora.

e METHODS: A non - interventional and observational
study was performed on recruited 39 patients in our
hospital between July 2020 and February 2021. They were
divided into control group (n=14), meibomian gland
dysfunction (MGD) group (n=14), and demodex group
(FM, n=11) according to the presence or absence of
demodex infection or MGD. High-throughput sequencing
of V3-V4 fragment of 16S rRNA gene was performed on
the meibomian ester samples of the three groups of
subjects, and bioinformatics analysis was performed on
the sequencing data to study the composition and
difference of meibum lipid flora in the subjects of ocular
demodex.

¢ RESULTS: Pseudomonas and Comamonas in FM group
were significantly higher than those in control group and
MGD group ( P< 0.05), while Ralstonia in Demodex
infection group was significantly lower than that in control
group and MGD group ( P<0.05). The microbial richness
and community diversity of meibum lipid flora of the
MGD group and the FM group were significantly higher
than those of the control group (P<0.05).

e CONCLUSION: Ocular demodex infection changed the
composition of meibum lipid flora and increased the
microbial richness and community diversity of meibum
lipid flora.

* KEYWORDS: demodex; meibum lipid flora; meibomian
gland dysfunction; dry eye; correlation analysis
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