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Abstract

e AIM. To study the correlation between genetic
susceptibility to high myopia and single nucleotide
polymorphisms (SNPs) in 11g24. 1 chromosome among
Chinese college students.

¢« METHOD: A total of 254 blood samples were obtained
from Chinese college students who were often engaged in
near work. The students were divided into high myopia
group (42 cases), low to moderate myopia group (61
cases) and non-myopic group (151 cases). Genotyping
technology was utilized to analyze the frequency of
mutation of the SNPs alleles of four mononucleotides in
the 11924.1 chromosome, including rs577948, rs11218544,
rs10892819 and rs11218553. And the Chi-square test was
performed to test the difference of such mutation with
myopia.

¢ RESULTS . The frequency of the SNP alleles mutation of
the mononucleotide rs577948 site in the high myopia
group was significantly different from that in the low-to-
moderate myopia group and the non-myopic group ( P=
2.28x1077).

e CONCLUSION: There is no significant correlation
between genetic susceptibility and the four variations of
SNPs between mild myopic population and normal
population and there is no significant difference between
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the two populations, either. However, A - G mutation of
Rs577948 site in 11g24. 1 chromosome in university
students with high myopia group is closely associated
with high myopia hereditary susceptibility.
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